Edited by Rainer Jaenicke Elsevier/North-Holland; Amsterdam, New York  1980 x + 588 pages. $73.25; Dfl. 150.00 by Robson, Barry
Volume 120, number 2 FEBS LETTERS November 1980 
Protein Folding 
Edited by Rainer Jaenicke 
Elsevier/North-Holland; Amsterdam, New York, 1980 
x + 588 pages. $73.25; Dfl. 150.00 
This book is a collection of papers and discussions 
from the 28th Conference of the German Biochemical 
Society, held at the University of Regensburg in 1979. 
The contributors are so numerous and so well known 
that the bookis an important contemporary statement 
on the art of protein folding, both theoretical and ex- 
perimental. It far transcends the inconsistent and 
patchy coverage of a field which one often expects 
from Symposium proceedings. 
It is tempting to say that this book also has much 
akin to a text book on protein folding, in the sense of 
something which an advanced student would read as 
an introduction to the field. However, it falls some- 
what short of this ideal. Being a product of a Sympo- 
sium, it remains a book by experts for experts. For 
that same reason,nonetheless,the book has the bonus 
of being great fun. Particularly, here is an on-going 
joke concerning the struggle of workers to have their 
own jargon accepted. Once upon a time, protein folders 
chose rather homely descriptions. Indeed, by way of 
a frontispiece, Professor Perutz has reproduced an ar- 
ticle from 1944 in which the (at that time) quite un: 
expected ability of proteins to refold after denatur- 
ation is described as the ‘unboiling of an egg’. However, 
the modern trend is to much more cultured analogies. 
In an article on the classification of structural themes 
in globular proteins, Dr Richardson has clearly ‘made 
it’ with her ‘Greek key’ motif (pertaining to a folding 
arrangement like a pattern on Greek pottery) to the 
extent that it apparently deserves no explanation. On 
the same lines, the frontispiece picture has to be seen 
to be believed (am I really in the arts library?). But 
poor Professor Pain is severely reprimanded by Dr 
Richardson for returning to the kitchen for his jargon: 
‘If you want a classical name for the ‘cheese spread’ 
category, you can call them ‘yin-yang’ proteins’. (‘A 
Krafty suggestion’,fights back Pain .) The most impor- 
tant point of all then is that protein folders must read 
this book to avoid being an embarrassment at reunion 
parties. 
Nevertheless, the book also has lots of meat. It 
would be unfair to highlight some few offerings in a 
book so full of main courses. In such a case the usual 
trick is to open the book at the beginning, the middle 
and the end. Dr Levitt was clearly picked to get things 
off to a lively start with an account of philosophies for 
computer simulation of protein folding.Here he keeps 
his feet firmlyon theground witha detailed but punchy 
account of his experiences, including an interesting 
(and culturally acceptable) analysis of the ‘opening, 
middle ,and endgames’of the folding process. Profes- 
sor Scheraga forms a very solid core of the book,nicely 
bridging the theoretical and experimental aspects by 
concentrating on a protein (ribonuclease), rather than 
a technique. His application of the method for detec- 
ting folding intermediates with the use of antibodies 
is nonetheless given special emphasis, and deservedly 
so. The final paper, by Deisenhofer and Huber is, as 
expected, a competent proof that crystallography is 
far from dead. Indeed, it is clearly not even static, since 
its use in determining conformational flexibility is 
emphasized. The closing words, however, are from Dr 
Chothia, acting as the Devil’s advocate in considering 
whether the proteins currently under study are really 
atypical. ‘Perhaps the next time we meet in Regensberg 
we shall talk about T4 bacteriophage, the red cell 
membrane or coated vesicles.’ And in cultural terms, 
of course. 
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